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iBioSim 1.0: The Intelligent Biological Simulator

Project management support.

SBML Editor - creates models using the Systems Biology Markup
Language (SBML).

GCM Editor - creates Genetic Circuit Models (GCM).

reb2sac - abstraction-based ODE, Monte Carlo, and Markov analysis.

TSD Graph Editor - visualizes TSD files.

Probability Graph Editor - visualizes probability data.

GeneNet - learns GCMs from time series data (TSD).
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SBML Editor
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SBML Species Editor
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iBioSim Random Functions

iBioSim adds support for random functions.

Continuous random functions:
uniform(a,b)
normal(m,s)
exponential(mu)
gamma(a,b)
lognormal(z,s)
chisq(nu)
laplace(a)
cauchy(a)
rayleigh(s)

Discrete random functions:
poisson(mu)
binomial(p,n)
bernoulli(p)
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Viewing SBML as Network Graph
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Viewing SBML in Browser
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Genetic Circuit Model (GCM) Editor
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GCM versus SBML Representation

CI

CII

Pre Pr
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Automatic Abstraction

10 species and 10 reactions reduced to 2 species and 4 reactions
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Create Analysis View
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Analysis View
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TSD Graph Editor
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TSD Graph (ODE)
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TSD Graph (Monte Carlo)
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Parameter Editor
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Probability Graph
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Create Learn View
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Data Manager
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Learn Tool
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More Information

Versions available for Windows, Linux, and MacOS.

Avalable for free download from:
http://www.async.ece.utah.edu/iBioSim

Publications and course materials available from our website:
http://www.async.ece.utah.edu

Forthcoming textbook: Engineering Genetic Circuits, accepted for
publication by Taylor and Francis Publishing Group.
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