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Repressilator: A synthetic oscillatory
network of transcriptional regulators
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Citation

Elowitz MB_ Leibler S (2
-5; svathetic mcﬂlatm" network of transcriptional regulators.
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0_fz.html
Description
Simulate This file describes the repressilator system.
Translate

The authors of this model (see reference) use three transcriptional
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=sbml metaid="_153818"level="2"version="1"=>

odel metaid="_000001"id="repressilator'name="Elowitz2000_Repressilator">

pecies ruef:nd ="PX"id="PX"name="Lactose operon
repressor'compartment="cell"initialAmount="5"hasoOnlySubstancelnits="true" >
+=species metaid="PY"id="PY"'name="Tetracycline
repressor'compartment="cell"initialAmount="0"hasOnlySubstanceUnits="true" =
+=species metaid="PZ"id="PZ"name="Repressor protein
CI'compartment="cell"initialAmount="15"hasOnlySubstanceUnits="true" >

-<species r||e1':|||:| =" 9(]5?69"“:1 ="X"name="transcript

-=< rdr De*:_rlphmu rdf: jbc:nn' "#_ 005769">
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*Using lIbSBML 3.0
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PositiveFeedback

To change one of the parameters below, click on the
parameter. & lider and a textbox will appear, moving the
slider, or entering a walue, wil instantaneously change the
value in the Simulator.
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