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il PSICQUIC: LY

Standands

S The PSI Common Query InterfaCe

Common computational interface for querying molecular interaction
databases

— Simple interface, open source server implementation exists, can
be “fed” from a tab-delimited file => easy to provide data
— Not limited to protein-protein interactions, also e.g.
» Drug-target interactions
 ISimplified pathway data

Total: 14,665,530 hinary interactions
Click on the links helow to display the results for each servicey (refresh)

@ APID- 416,124 @ [nnateDH- 5,504

@ MINT-124,473 ® STRING - 12,231, 7R3
® BioGrid - 337 957 @ ntAct- 228 262 @ MPIDB - 24,263
@ ChEMBL - 581,5355 ® iReflndex - 404 453 ® Reactorme - 74 561
@ DIP-207F9 @ MatrixDB - 245 ® Reactome-Fls - 209 985




PSICQUIC: oot

f b g7
I .I "l. L.

Proteomics Simple PSICQUIC viewer Proteomics
S Services__
Iinitiative _

/.- PSICQUIC View

Search: Jyrcgt AND speciesthuman | search || Clear |Heldsw MGl sy

Total: 1,648 bin:
Click on the links below to display the results for each service (refresh)

@ APID- 10 ® |nnateCB- 5 & MIMT - 50 ® STRIMG - 564
@ BioGrid- 438 @ IntAct - 205 & MPIDE - )

@ ChEMBL - 10 @ iReflndex- 220 @ Reactome - [

@OF-0 @ MatrixDB - [ ® Reactorne-Fls - 126

hitp://www.ebi.ac.uk/Tools/webservices/psicquic/view



PSICQUIC: 4

. o e
S Pointing to other resources /Services_

EBI * Databases * Pathweays & Metweorks > Intsct > Wiew

Search: |gRCAZ [ Saarch ][ Clear ]Slmw Advanced Fields «»

Home || Search || Interactions (89) || Browse || Lists || Inieraction Details || Molecule View || SGraph

sow Browse by taxonomy, gene ontalogy, ChEBI ontology

= 89 hinary interactions were found in ntAct. 23 ofthem are ginated from spoke expanded cn-cumnlexes@" and you may want to filter themn.
= [Zounting results in other databases. ]

Frevious | 1-300f 89 s | MNext 30 | Export to: |Selectf|:|rmat... (1 Export Change Columns Displayed

Name Links Name Links Aliases Aliases Species Species |Publication Interaction Detection Method
molecule |molecule molecule B  muolecule [molecule A |molecule B |\ molecule  molecule |ldentifier
A A B A B

FPrevious

T |FANCDY |\prot & - AciEml FANCDT,  |atp 9606 1303847 stpase assay Ef
BE -5 N e ] FacDy
- | {Dasty, Fanconi
anNemia group
[l protein; [+]
2 | N B 1903347 |dpase assay :
L}
3 | 0 19306547 | stpase assay -
a
4 | PN B 19903847 |dlpase assay €
a
5 | ok BN = 19303647 |ctpase assay 4

http://www.ebi.ac.uk/intact
7



PSICQUIC: 4

. o e
S Pointing to other resources /Services_

EBI * Databases * Pathweays & Metweorks > Intsct > Wiew

Search: |gRCAZ [ Saarch ][ Clear ]Slmw Advanced Fields «»

Home || Search || Interactions (89) || Browse || Lists || Inieraction Details || Molecule View || SGraph

sow Browse by taxonomy, gene ontalogy, ChEBI ontology

= 89 hinary interactions were found in Intact. 23 ofthem are Nnated from spoke expanded cu-cumnlexes'@" and you may want to filter them.
=Your query also matches 82 interaction evidences from 3 othg Hatabases. &

Frevious | 1-300f 89 s | Next 30 | Exportto; | Select format... v| Export Change Columns Displayed

Name Links Name Links Aliases Aliases Species Species |Publication Interaction Detection Method
molecule |molecule molecule B  muolecule [molecule A |molecule B |\ molecule  molecule |ldentifier
A A B A B

FPrevious

T |FANCDY |\prot & - AciEml FANCDT,  |atp 9606 1303847 stpase assay Ef
BE -5 N e ] FacDy
- | {Dasty, Fanconi
anNemia group
[l protein; [+]
2 | N B 1903347 |dpase assay :
L}
3 | 0 19306547 | stpase assay -
a
4 | PN B 19903847 |dlpase assay €
a
5 | ok BN = 19303647 |ctpase assay 4

http://www.ebi.ac.uk/intact
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Overlay of molecular interactions on

PSICQUIC:

Reactome pathways (beta)
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- PSICQUIC Query Language: Hu
Standands I\/”QL

Initiative

Based on Lucene, with specific field names
Example: ppx AND species:"Escherichia coli”

Field Hame Searches on Implicit* Example

idA Identifier Mo idAPF4565

id ldentifiers (& or B) Mo id:P74565

alias Aliases (A or B) (§ [ alias(HDRBST HCED

identifiers ldentifiers and Aliases undistinctively Yes identifier:Py4565

pubauth Puhlication 1 st author(s) Yes pubauth scott

pubid Publication Identifier(s) OR Yes 1”33'2“528”88:3””

—— 'r::}:r:g interactor A bhe itthe tax 1D or the species Mo taridA oL S e

taxidB Tax ID interactar B: be it the tax ID or species name Ro taxidB: 9606

Species Species. TaxIDAand TaxID B Yes specieshuman

tvpe Interaction typeis) Yes trpephysical interaction”

detmethiod Interaction Detection methodis) Yes detrmethod " two bvbrid™

interaction_id Interaction identifier{s) Yes I:I,né??;émn Id:EBI-

annotation Annotations Interactor A orB Mo annotation:experimental
Properties of Interactor A ar B (note that this field

properties also contains parent terms of ontalogy terms of GO, Yes properies™1 GOs"
InterPro and PSI-Ml

expansion Expansion method{s) Yes expansionspoke

dataset Dataset namels) Yes datasetApoptosis

experimentalRole Experimental roleds) interactor A ar interactor B Mo experimentalRole prey

hiaologicalFaole Biological raleds) interactar A ar interactar B Mo hiologicalRale enzyvime

hostOrganism Host organism inwhich the interaction was Vas hostOrganisrm-human

detected



. PSICQUIC:

Proteomics
Standards

feeyry The challenge
FROM:

Search: |nreag| [ search ][ clear |Eields»

BioGrid (00 || ChEMBL (03 || DIF(D) || IhhateDB (25 | IntAct (89) || MINT 22y || MPIDB (0 || MatrizDB (07 || Reactome (00 || Reactome-Functional-interactions (29) || IRefindex {313

Export: MITAB 2.5 PSlxML 254

Name Links Name Links Alt. Alt. Aliases | Aliases |Species molecule A Species molecule B | First Author PubMed |Interaction
molecule A molecule molecule molecule identifiers | identifiers |molecule molecule Identifier | Type
A B B molecule A moleculeB |A B
1 |PS15ET; Llnipro'i:u'i EBI-539395 FAMCDH; BRCA2 Human (9E06° -1 Pellegrini et al. (20020 (12442171 | physical Eetay
EBI-79792 = FACDy association
Fanconi
anemia qroup
[ protein;
brca? human
2 |PS15SET; Llnipm'i:“': GO Llnil'lrdi:l.'i FAMNCDH; QoBXAE-2  |BRCAZ Human (9608 Hutman (96067 Wilzon et al. (20087 | 18212739 | physical anti b
EBI-79792 =+ |EBl-S96575 = (FACD: agsociation | coimm
Fanconi

[P U, Marston et al. (1999) 10375512 Coimmunoprecipiation i& EBl-75552
At4g00020 Unim-c:'.i:"'l DMC1 . unimq'_i:"'l aroz aroz Siaud et al. (2004) 15014444 tuvo brgbrid MINT |EBL307726
UN, R[] UK, Dray et al. (2006 16415210 tuvo hybrid IntAct) ~ |EB-330902
| :
:l.I_N] Siaud et al. (20047 15014444 twwo byhbrid MINT EBI-930747
|
i PRI[F¥] UM Dray et al. (2008 16415210 anti tag coimmunoprecipitstion IntAct ) EBI-930773
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s, PSICQUIC Clustering

PSICQUIC View

Search: |BRCA1 AND species:3606 AND NOT cofactar | Search || Clear |Helds» MIGL syntax reference

Total: 1,600 hinary interactions

Click on the links helow to display the results for each semice (refresh)

@ APID - 1)

@ [nhateDB-5 @ MINT - 64

@ BioGrid- 425 @ [ntAct- 173 @ MPIDB- 0

@ ChEMBL - [
@C0P-0

@ iFeflndex - 230 @ Reactame - [
@ MatrixDB - 0 @ Feactome-Fls - 126

# Status of your cluster queries
@ STRIMNG - 564

BRCAT AMND species: 9606 COMPLETED | wiewy | remove
BRCAT AMND species: 3606 AMND MOT cofactor | QUELUED viewy | rEmove

Cluster this guery | £




el PS|CQUIC View

imslnRan v

Search: |gRCA1 AND species:9606 AMD NOT cofactor Search || Clear |Fields»

4= Backto all serices
Clustered query: 'BRCA1 AND species: 9606 AND NOT cofactor” from BioGrid, InnateDEB, IntAct. MINT. Reactome-Fls. STRING. iReflndex

Name molecule A Links Name molecule B |Links First Author PubMed Interaction Detection Method
muolecule molecule Identifier
A ]
151 | P4ET36 UniBrot & | U Broe 8| Dang et &l (2003) 14636569 experimental interaction detection
=" S5 et al (20100 20452850 arti tag coimmunoprecipitation

PRIDOT96157 32 | predictive text mining
omim; 00113705 | experimertal knovwwledoe based

omim: 0030061 7
amitn: 06094 33
152 | entrez genefocuslink E72 entrez Fan '\ (2002) 11777930 atfinity chromstography technoloogy
genefdocuslink: 4500
153 | entrez genedocuslink:15951 Aglipay J& (2003) 14654789 imacing technigue

affinity chromatography technology

134 | entrez genedocusink: 672 ertrez Bennett CB (2005) 18197255 genetic interference
genedocuslink: 851212

HEE nnbens sona s sl T mrben Bennett CB (20057 18197238 aenetic interference

13
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=

Wersion: Ffversion}

Mew Datazet
Diocumentation
Datazets

setl

get2

= setd
Owerview

Protein
infarmation

EBl » Databazes » Proteomics

Melecular Interactions - Dataset: set3

It provides malecular interaction data from different molecular interactions databases. [t makes use of PSICQUIC,

Tahle view

Pubmed ID selection
B Database selection

¥ichembl [ intact O mint

Experiment selection

Protein
identifications
Biological
pathnays
Malecular
interactions
Protein
localization

Biological
models

Protein lendth

Datazet history
Diownload
results

Datazet Manager
Contact

B Fitter by number
Associated databases Associated pubmeds Associated experiments
O none O none O none
1 or more 1 or more 1 or mare
2 or more 2 or more 2 or more
3 or more 3 or more 3 or more
4 or more 4 or more 4 or more

Supported by

* _ www.enfin.org

Enabling
6 Systems
Biology

= ENFIN

P25445 ~~ 088904 X
(o —

10 interactions with 20 interactors far the "chembl" database

Download ALL the interactions
Download SELECTED interactions

nq3p P62
35659 086702

\ Q02650
Q00987 ppyzgo pp3z43 s Q02548
PA4672 \ \ /
[ — 092769 Pp4637
09981550488 QBN726
\ 099497
P10275 Q0318
P10275 1“'3“?:HEB|:44...
Q96EZ8 "

033613
P75446
P04491 QINSZ3

P631

N99683
QINQBO /
@ / P27037 PAGA00
01515 Pp3244'/ // 092793 Y.
& @ °

pg3z7a’ 1 P14921 pq5a91 \_EEZBIJE

@ 0“323395-' \ 054784
- P40763
s émﬁb

13131



PSISCORE AL L LR

DASMIweb
Y
0 361 (Entrez Gene) (Leukocyte surface antigen CD47 precursor (Integrin-associated
_Iuery Identifier: protein){IAP) (Antigenic surface determinant protein OA3) (Frotein MERG).) (CD4a7
e.q. Entrez Gene, 31, Ffam, RefSeq UniProtkB molecule)

Batch retrieval UniProtkB CD47 HUMAN, A5K198 HUMAN, Q71841 HUMAN,

Show Source Configuration | UniGene Hs.d46414,
Entrez
Gene 261,
— [
o =t fﬁ,lExpDﬁas...j Ij'fSeledconfldencemeasure... j CluetyCanldenceSDurc:esl

Select confidence m re ...
) ) Biowverse (originalConfidenceScare)
SCOfIﬂg algorlthms Darmain support (crystal-structure)
Dormain support {predicted)
offered by PSISCORE FunSimkat2 1 (BFscore)
servers FunSimkdat2. 1 (CCscore)
FunSimkdatz 1 (MFscare)
Name ID Description HitdAP (originalConfidenceScare)
Integrin beta-3 precursor (Platelet membrane glycoprotein
I11a)(GPIIla) (CDE1 antigen).
Ubiguilin-1 {Protein linking IAP with cytoskeleton 13 (PLIC-1)

HIHAP-CORE
POINT
OPHID
HPIDE

HDC

DIFP

LLGBS 3830 {hPLIC-1}.
QLMW1 29979 LT . .
IToay G685 Ub|qU|!|n 1 isoform 1 wariant (_Fragme_nt). }
— Integrin alpha-% precursor (Mitronectin receptor subunit alpha)
(CDS1lantigen) [Contains: Integrin alpha-Y heavy chain; Integrin
alpha-vlight chain]. |:|
Erythrocyte merbrane protein band 4.2 (Eryvthrocyte protein — —
EPB4Z 2038 4.21(P4 27,
THES1 7057 Thrombospondin-1pl80 (Fragment). | |
140885, —_— . —
SIRFPA 25755 signal-requlatary protein alpha | |
UBQLN1 29979 Ubiquilin 1 isafarr 1 wariant (Fragrent).
p2RT2 5029 P27 purinoceptor 2 (P272) (PZU purinoceptor 13 (PZUL) (ATP

Rhesus blood group-associated glycoprotein (Rhesus blood group-
RHAG 6005 associated amronia channel) (Erythrocyte plasma rmermbrane 50
kDaglycoprotein) (RhS0A) (CD241 antigen). D

_ receptor){Purinergic receptor), |:| |:|

TG 4855 Integrin alpha-6 precursor (WLA-6) (CD49f antigen) [Contains:

_ Integrinalpha-6 heavy chain; Integrin alpha-& light chain]. |:|
A Signal-requlatory protein gamma precursar {Signal-requlatory —
sirpg_human 55423 proteinbeta-2) (SIRP-beta-2) (SIRP-b2) (CD172g antigen), D

FPaK1 5058 p2l/Cdedz2/Racl-activated kinase 1 {(STEZ0 horolog, yeast) |:| |

COMP 1311 Cartilage oligomeric matriz protein variant (Fragment), |:|

i



PSISCORE AL L LR

DASMIweb
Y
a | 961 {Entrez Gene) {Leukocyte surface antigen CD47 precursor {Integrin-associated
LIS Identifier: protein)(IAP) (Antigenic surface determinant protein OA3) (Protein MERG).) (CD47
e.g. Entrez Gene, 31, Pfam, BefSeq UniFrotkB molecule)

Batch retrieval UniProtkB CD47 HUMAN, A3K138 HUMAN, D71841 HUMAN,

Show Source Configuration | UniGene Hs.46414,
Entrez
Gene 361, _I
-
i =t fﬂl Exportas .. j Ij“FunSlmMatEJ (BPscore) j Cuery Confidence Sources |
Scoring algorithms "
e w
offered by PSISCORE 8 o w = &
e 2 £ o - 5 7
servers 8 4o 5825 EEEEBES
E O € B £L Z E E T HIT A O o
PR E O A - - E 9O H = 2 o o B2 -
Name D Description o T ®®W EHITIETI LS X Ea
Integrin beta-3 precursor (Platelet membrane glycoprotein
II1a){GPIIIa) (CDeL antigen),
IToB3 2590 Ubiguilin-1 {Protein linking I&P with cytoskeleton 1) (PLIC-1)
Se {hPLIC-1),
UBQLML 29979 - . )
Toay 3685 u |qu|!|n 1 isofarm 1 wariant (_Fragme_nt). }
— Integrin alpha-\' precursor (Vitronectin receptar subunit alphal
(CDS1antigen) [Contains: Integrin alpha-Y heavwy chain; Integrin
alpha-Ylight chain].
Erythrocyte membl T : ' : : T
EFB4Z 2038 - - . o.31 .31
== 4.2)(P4.2). Examplary visualization [
THES1 7057 Thrombospendin-1f of @ scoring algorithm c"‘1?|M}| E
SIRFA 222225’ signal-regulatory o with a 0-1 range ﬁ EE
UBQLNL 29979 Ubiquilin 1 isoform 1 wariant (Fragrent). ﬁ E
PopTE cgza P2Y purinocep_tor z (P272) (PZU purinoceptar 1) (PZU1) (ATP
_ receptar){Purineraic receptor),
Rhesus blood group-associated glycoprotein (Rhesus blood group-
RHAG 6005 associated ammonia channel) (Erythrocyte plasma membrane 50
kDaglycoproteind (RhS0A)Y {CDZ241 antigen).
Integrin alpha-6 precursor (WLA-6) (CD49f antigen) [Contains:
ITA8 3655 Integrinalpha-6 heavy chain; Inpemsisgslabegc inbbnbaiad
sirpg_hurnan 55423 Signa_l-regulator\,r protein garmm Scorlng algorlthm § §
_| proteinbeta-2) (SIRP-beta-2) (9 deSCI’IptIOI"I, prowded Details for FunSimMat2.1 (BPscore)
Pkl 5055 p21/Cded2/Racl-activated kina by Scoring server / The BFscore is based on hiological process

5| annatation of the Gene Ontology.
' Range: 0-1 a:@

COMP 1311 Cartilage oligomeric matrix prof registry : N N
hittifunsitmmat biainf mpi-inf.mpdg.defhelp php
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Proteomics PSICQU I C H u §§=='°
S — SOAP and REST interfaces

@ v C iN

l: hktp: | fww, ebi,ac,ukfToolsfwebservices psicquic)inkactfwebservicesourrent searchquery pubauth: gavinefirstResult=08&maxResulks=1000

19

http://code.google.com/p/psicquic/

|-5| Google Calendar |2 TTD "l zoogle Docs Q Proteomics E LED W wikipedia * Independent Citerplore EBI Staff 553 W |5 | Systems Group News PSICQUL
|-=] Google Calendar InkAck PSICQULC View Onbology Lookup Service (OLS) PSICQUI
uniprotkb:P53859 | intact:EBEI-1731 uniprotkb:Q0Z821| intact:EEI-1797 uniprotkbh:¥YNL232W( locus name) | uni
uniprotkb:P53859 | intacti:EBEI-1731 uniprotkb:P40579 | intact:EEI-1504 uniprotkbh:¥NL232W(locuzs name) | uni
uniprotkh:PS3859| intact:EEI-1731 uniprotkh:PS3I859| intact:EBEI-1731 uniprotkb: ¥NL2Z32W( locus nawe) | uni
uniprotkh:PS3859 | intact:EBEI-1731 uniprotkb: Q05162 | intactiEBEI-1740 uniprotkb i ¥HNLZ32Wi locus nawe) | uni
uniprotkb:PL3859 | intact:EBEI-1731 uniprotkb:P43240| intact:EEI-1749 uniprotkbh: YNL232W( locus name) | uni
uniprotkb:P53859 | intact:EBEI-1731 uniprotkb:P38792 | intact:EBEI-1757 uniprotkbh:¥YNL232W( locus name) | uni
uniprotkh:PS3I859| intact:EEI-1731 uniprotkb: Q12277 | intact:EBI-1765 uniprotkb: YNLZ32Wi locus name) | uni
uniprotkb:PS3859 | intact:EBEI-1731 uniprotkh:P25359 | intact tEBI-1773 uniprotkb i ¥HNLZ232Wi locus nawe) | uni
uniprotkbh:PL35859 | intacciEEI-1731 uniprotkb: Q12149 | intacti:EEI-1782 uniprotkbh:YNL232W( locus name) | uni
uniprotkb:P53859 | intact:EBEI-1731 uniprotkb:FP46943| intact:EEI-1785 uniprotkbh:¥YNL232W( locus name) | uni
uniprotkb:P53859 | intacttEEI-1731 uniprotkl: 003491 | intact:EEI-1339 uniprotkbh:¥NL232W(locuzs name) | uni
uniprotkh: Q05636 intact:EEI-1510 uniprotkb: Q05636 intact:EEI-1510 uniprotkb: ¥DRZE0WT locus nawe) | uni
uniprotkb: 005636 intact:EEI-15810 uniprotkh:PS3859 | intact:EEI-1731 uniprotkb:¥DEZS50WT locus natwe) | uni
uniprotkb: Q05636 | intact:EEI-1510 uniprotkb: Q08162 | intact:EEI-1740 uniprotkbh:¥DEZ2E0W( locus name) | uni
uniprotkb: Q05636 | intacti:EEI-1510 uniprotkb: Q04217 | intact:EEI-15Z0 uniprotkbh:¥DE2E0W ([ locus name) | uni
uniprotkh: Q05636 intact:EEI-1510 uniprotkb:P35240| intact:EEI-1749 uniprotkb: ¥DRZE0WT locus nawe) | uni
uniprotkh: Q05636 intactiEBEI-1510 uniprotkh:P3S79E | intactiEBI-1757 uniprotkb:¥DEZS0W( locus nawwe) | uni
uniprotkb: Q05636 intact:EEI-1310 uniprotkb:Q032585| intact:EBEI-1831 uniprotkbh:¥DE280W( locus name) | uni
uniprotkb: Q05636 | intact:EEI-15810 uniprotkbh:P25359 | intact i EEI-1773 uniprotkbh:¥DE2E0W( locus name) | uni
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