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SBGN supportFramework Overview

Further updates: 

• RoadRunner improvements 

• Simulation Tool access to Pulse 

and Steady State experiments

• MIASE prototype 

AUTO 2000 

SBW Module

for Bifurcation 

Analysis

Makes AUTO 

available from 

C#
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Comparing Simulation Results
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http://sys-bio.org/sbwWiki/compareBioinformatics, doi:10.1093/bioinformatics/btn319 

Online Application for analyzing results
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Good news! Most simulators agree!

The method: 
• test across 12 deterministic simulators how 

well they agree when asked to simulate a 

given model

• models taken from the BioModels Database
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Structural Analysis and LA library

http://sys-bio.org/fbergman/libstructural

Motivation:

• simplify analysis and simulation of 

biochemical networks by providing 

a C / C++ / C# library 
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SBW 2.7.8 Release

 Non-Windows Release
 Model Creation Editing 

via JarnacLite

 Simulation via 
RoadRunner & 
Simulation Tool

 Layout through Layout 
Generation Tool

 Windows Release
 Jarnac updates for 

stochastic Simulation / 
Analysis
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Thank You !
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