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SBMLeditor - QUZ003_CellCycle
File Edit SBW Options
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Menu bar ¢ @& model model_0000001 {Qu2003_CellCyela)
id: model_0000001
and tOOl bar metaid: metaid_0000002

name: Qu2003_CellCyele

This model is according to the paper Dpnawics af the Cell Cyele © Checkpoints, Sizers, and Timers. Figuredb has been reproduced by both SBMLodeSolver online and IMathSBIL
& notes:
This model originates from BiolModels Databaze: A Database of Annotated Published Iodels. It iz copwright (c) 2005-2006 The BiolvIodels Team.

For more information see the terms of use

rCreators
Famihy: He

Given: Enuo

EMAIL: enuog@cattech.edu
Orgname: BHMC

Notes of the model
element

Links

is
& annotation : http:www.taxonomy.org/# 2759

hasPart
http:www.geneontology.org/#G0O:0000075

hgmodelis

http://www.ebi.ac.ukbiomodels/#BIOMD0O0D00000110 AnnOtatlonS Of the mOdel

bymodekisDescribedBy element
http://www.pubmed.goviZ 14645053

¢ [ listOfompartments

o @ compattrment: compartrment_0000001 {cell)
o M listOfSpecies
species: ¥l {Inactive CyelinCOK complex
species: ¥ Active Cyclin: CDK camplex)
species: ¢l (Total COK)
species: ¢ (Free COK)
species: z0 (Unphosphorylated CDC25)
species: 71 (One-site phosphorylated COC25)
species: 22 (Two-site phosphorglated COC25)
species: wl (Unphosphorylated wee1)
species: wl (phosphaorated wee1)
species: u (Active SKP2 or APC)
species: i (Free CKI
species: ix (Cyelin: CDK: CEl complex with CKIl unphosphorylated)
species: ixp (Cyelin CDRCK] complex with CEI phosphorylated)
species: y (Free cycling
species: totalCyelin
listOfFarameters
listOfRules
reaction: reaction_0000001 {(Free cyclin synthesis)
reaction: reaction_0000002 {Cvyclin binding with COK)
reaction: reaction_0000003 (Cyclin degradation)
reaction: reaction_0000004 z0 phosphorylation)
reaction: reaction_0000005 { phosphorylation)
reaction: reaction_0000006 (z1 phosphorylation)
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Current Development

* Java Object based on UML definitions of the SBML
elements. =» Several parsers possible for the XML file,
currently Apache Digester, ibSBML and partially Castor.

* User extensions/plug-in (first example on multistate
annotations, presented just before by Nicolas Le Novere)




More about plug-in

Goal : Facilitate the addition of new/modified SBML
element by us or external users without having to touch to

Core.

* Help to support SBML level 3 proposals and/or proprietary
annotation that we have no time to support.

* Basic actions add/edit/remove/display define in an XML file.

* Possibility to modify the general SBMLeditor interface




More about plug-in

SEMLeditor - caldium/ calmodulin Kinase Il activation :
File Edit S5EYW Options

CHCRENEIEYEN LAC)

¢ @ rmodel: CaMEllact (calciumfralmodulin Kinase |l activation)
notes: hidden
¢ annotation

stateVariable

¢ Stochsim ]
disclaimer: model definition generated by XXX, (0 Anika Osllrich 2007 id:  bcalm
dizpladnterval; 0.001 name; |binding site of calmodulin |
storelnteryal; 0,001
timelncrerment; 0,001 Possible Values
simulationDuration: 5 [} narme walue
maximumrumberCamplexes: 12200 haoundic hound calmodulin 1
abortOnResolutionErr: true freel” no calmadulin 0

displayalllevels: false
optimiseTimelncrement:; false
randambumberCenerator: 3
timeUnits: 1
createDumpFile: false
usespatialExtensions; false
? listofSpeciesTypes
¢ speciesType: Cab il (CalciumfCalmodulin Kinase I}
¢ annotation
¢ Stochsim
9 statevariable: harp dhinding site of ATP)
o= bound ATP: id=bounda, name=hound ATP, walue=1
o= no ATP: id=freed, name=no ATF, value=0
¢ statev'ariable:; bealm (hinding site of calmoduling
bound calmoduling id=boundC, name=hound calmodulin, value=1
no calmoduling id=freeC, name=no calmadulin, walue=0
¢ statevariable: TZ06 (threonine 206&)
phaosphordated: id=pho30&, name=phosphordated, wvalue=1
non-phosphordated:; id=unz0&, name=non-phosphordated, value=0
o statevariable: activ {activity)
artive: id=arct, name=active, walug=1
inactive: id=inact, name=inactive, valug=0
¢ statev'ariable; T2E8& (threonine 286)
non-phosphordated: id=un2 8&, name=non-phosphordated, value=0
phosphordated: id=pho2 86, name=phosphordated, walue=1
9 listOfCompartments
¢ compartment: psd {past-synaptic density | oK H Rasat H Cancel




¢ species: pCakkll (calcium-calmodulin kinase ()
speciestype: CamMkll (CalcivmiZalmaodulin Kinase I
¢ annotation
¢ StochSim
g initialSpeciesinstance: intialPropotion = 0.9
hatp (hinding site of ATPY: freed (no AT
hcalm thinding site of calmoduling: freeC (no calmodulin
T30E6 threonine 306 un306 (non-phosphordated)
activ (activiby): inact {inactive)
TZ86 threonine 286 un286 (non-phosphordlated)
- initialSpeciesinstance: initialProportion = 0.045
hatp (hinding site of ATPY: freed (no ATP)
healm (hinding site of calmoduling: freeC (no calmodulin
T306 threanine 306); un306 {non-phosphorylated)
activ factivity): inact {inactive)
TZ86 dthreanine 286); pho286 (phosphorvlated)
¢ initialSpeciesinstance: initialPropoion = 0.045
hatp (hinding site of ATPY: freed (no AT
healm (hinding site of calmoduling: freec (no calmodulin
T306 threonine 3063 pho306 (phosphorylated)
activ (activiby): inact {inactive)
TZ8E6 threonine 286 un286 (non-phosphordlated)
o listOfParameters
9 listofReactions
¢ reaction: activation (release of the auto-inhibition)
fast true
o= |listOfReactants
o= |listOfProducts
o= KineticLaw
¢ annotation
¢ StochSim
¢ affectingSpeciesinstance: prohability= 0.1
hatp (hinding site of ATPY: freed (no AT
hcalm thinding site of calmoduling: freeC (no calmodulin
activ (activiby): inact {inactive)
TZ86 threonine 286 unZ286 (non-phosphorylated)
¢ affectingSpeciesinstance: probability=1.0
activ factivit): inact {inactive)
TZ86 threanine 286) pho286 (phosphorvlated)
¢ affectingSpeciesinstance: ratio=1.0,9.0
hicalm chinding site of calmadulind: boundc (haund calimoduling
activ factivibyd: inact {inactive)
¢ affectingSpeciesinstance: probability= 0.5
hatp (hinding site of ATPY: bounda chound ATF)
activ (activiby): inact {inactive)



TZ86 ithreonine 2863 phoZ86 (phosphorylated)
¢ affectingSpeciesinstance:; ratin=1.0,49.0
hcalm (hinding site of calmodulind: bound (hound calmodulin
activ Cactivityd: inact (inactive)
¢ affectingSpeciesinstance:; probahbility = 0.5
hatp (hinding site of ATF): boundA Chound ATF)
activ Cactivity): inact (inactive)
¢ reaction: hind_calm (hinding of calmodulin
¢ listOfReactants
¢ speciesReference
species: pCambll fcalcium-calmodulin kinase 1D
¢ annotation
¢ StochSim
¢ reactingSpeciesinstance
T306 ithreanine 306); pho306 (phosphonyated)
¢ reactingSpeciesinstance
hatp (hinding site of ATF): freed (no ATF)
activ (activity): inact (inactive)
¢ reactingSpeciesinstance
hatp (hinding site of ATF): boundA dhound ATP)
hecalm fhinding site of calmodulind: freeC (no calmoduling
activ (activity): inact (inactive)
¢ speciesReference
species: calm (calmodulinm
¢ listOfFroducts
¢ speciesReference
species: pCambll fcalcium-calmodulin kinase 1D
¢ annotation
¢ StochSim
¢ nascentSpeciesinstance: proportion =1.0
bealm fhinding site of calmodulind: boundC (hound calmoduling
¢ kineticLaw

=math xmins="httpMssnn w3 ool 9985 athrhlathhl L=
=apply=
=timesf=
=Ci= kKon =/ci=
=Ci= calm =fci=
=ci= pCahill =fci=
=ci= psod =foi=
=fapply=
=fmath=

math:

¢ listOfFarameters
¢ parameter: kon
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